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box 1 box 2 _ box 3 

PG1 Hs NKQ 81-83 FPEGTR 160-165 LDAIYDVTV 211-219 

AF003136 Ce NHQ 630-632 FPEGTR 712-717 LDAIYDVTV 762-770 
(Genbank) 

Z72511 Ce 48 NHR 50 FPEGTD 129-134 VEYIYDITI 204-212 
(Genbank) 

P38226 Sc 111 NHQ 113 FPEGTN 223-228 IESLYDITI 271-279 
(Swissport) 

P33333 Sc 81 NHQ 83 FPEGTR 154-159 - 
(Swissport) 

Z49770 Sc 116 NHQ 118 FPEGTN 215-220 LDAIYDVTI 265-273 
(Genbank) 

P26647 Ec 72 NHQ 74 FPEGTR 145-150 - 
(Swissport) 

Z49860 Bn - FVEGTR 90-95 VPAIYDMTV 138-146 

(Genbank) 

U89336 Hs 95 NHQ 97 FPEGTR 1 68-1 73 - 
(Genbank) 

U56417 Hs 103 NHQ 105 FPEGTR 1 76-181 - 
(Genbank) 

AB005623 Mm 100 NHQ 102 FPEGTR 1 73-1 78 
(Genbank) 

Z29518 Zm 91 NHR 93 FVEGTR 1 70-1 75 VPAIYDTTV 218-226 

(Genbank) 



Hs = Homo sapiens, Ce = Caenorabibitis elegans, Ec - Escherichia coli; 
Sc = Saccharomyces cerevisiae, Bn = Brassica napus, Zm = Zea maize, 
Mm = Mus Mus cuius 

- = pattern absent from protein sequence 

Note: Funcitional acyl glycerol transferases all contain boxes 1 
and 2 and not box 3. Proteins most related to PG1 contain 
the 3 boxes with a high degree of conservation. 
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FIG. 19A HAPLOTYPE FREQUENCY ANALYSIS 
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